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Supplementary Figure 1. Kaplan-Meier analyses of CYBRD1, ERN1, HEY1, MMP14 and PYCARD, in patients with NFPA.
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Supplementary Figure 2. The DNA methylation status and expression levels of CYBRD1, ERN1, HEY1, MMP14
and PYCARD. * p < 0.05, ** p < 0.01.
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Supplementary Figure 3. The DNA methylation status, expression levels and Pearson correlation of SH3GL2 and
USP31. Each dot represents average DNA methylation and gene expression level for every sample. * p < 0.05, ** p

<0.01.
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